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1 <110> APPLICANT: Blissard, Gary W. 

2 Granados, Robert R. 

3 Lin, Guangyun 

4 <120> TITLE OF INVENTION: STABLE CELL LINES RESISTANT TO APOPTOSIS AND NUTRIENT 

5 STRESS AND METHODS OF MAKING SAME 

6 <130> FILE REFERENCE: BTI44 

7 <140> CURRENT APPLICATION NUMBER: US/09/518 , 763 

8 <141> CURRENT FILING DATE: 2000-03-03 

9 <160> NUMBER OF SEQ ID NOS : 7 

10 <170> SOFTWARE: Patentln Ver, 2.0 

11 <210> SEQ ID NO 1 

12 <211> LENGTH: 900 

13 <212> TYPE: DNA 

14 <213> ORGANISM: Autographa calif ornica nucleopolyhedrovirus 

15 <220> FEATURE: 

16 <221> NAME/KEY: CDS 

17 <222> LOCATION: (1) . . (897) 

18 <300> PUBLICATION INFORMATION: 

19 <301> AUTHORS: Ayres, Martin D. 

20 Howard, Stephen C. 

21 Kuzio, John 

22 Lopez -Ferber, Miguel 

23 Possee, Robert D. 

24 <302> TITLE: The Complete DNA Sequence of Autographa calif ornica 

25 Nuclear Polyhedrosis Virus 

26 <303> JOURNAL: Virology 

27 <304> VOLUME: 202 

28 <305> ISSUE: 2 

29 <306> PAGES: 586-605 

30 <307> DATE: 1994 

31 <308> DATABASE ACCESSION NUMBER: L22858 

32 <309> DATABASE ENTRY DATE: 1999-03-08 

33 <313> RELEVANT RESIDUES: 116492 TO 117391 

34 <400> SEQUENCE: 1 

35 atg tgt gta att ttt ccg gta gaa ate gac gtg tec cag acg att att 48 

36 Met Cys Val lie Phe Pro Val Glu lie Asp Val Ser Gin Thr lie lie 

37 1 5 10 15 

38 cga gat tgt cag gtg gac aaa caa acc aga gag ttg gtg tac att aac 96 
3 9 Arg Asp Cys Gin Val Asp Lys Gin Thr Arg Glu Leu Val Tyr lie Asn 

40 20 25 30 

41 aag att atg aac acg caa ttg aca aaa ccc gtt etc atg atg ttt aac 144 

42 Lys lie Met Asn Thr Gin Leu Thr Lys Pro Val Leu Met Met Phe Asn 

43 35 40 45 

44 att teg ggt cet ata cga age gtt acg egc aag aac aac aat ttg cgc 192 
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<211> LENGTH: 38 
<212> TYPE: DNA 

<213> ORGANISM: Artificial Sequence 
<220> FEATURE: 

<223> OTHER INFORMATION: Description of Artificial Sequence: 

oligonucleotide primer 
<400> SEQUENCE: 4 

ctagctatta cgaccagccg ctggcatctt tccaactt 3 8 

<210> SEQ ID NO 5 
<211> LENGTH: 30 
<212> TYPE: DNA 

<213> ORGANISM: Artificial Sequence 
<220> FEATURE: 

<223> OTHER INFORMATION: Description of Artificial Sequence: p35upEcoRI 

primer 
<400> SEQUENCE: 5 

cagaattcat gtgtgtaatt tttccggtag 3 0 

<210> SEQ ID NO 6 
<211> LENGTH: 33 
<212> TYPE: DNA 

<213> ORGANISM: Artificial Sequence 
<220> FEATURE: 

<223> OTHER INFORMATION: Description of Artificial Sequence: p351owXbaI-NO 

stop primer 
<400> SEQUENCE: 6 

ttttgctcta gatttaattg tgtttaatat tac 33 
<210> SEQ ID NO 7 
<211> LENGTH: 35 
<212> TYPE: DNA 

<213> ORGANISM: Artificial Sequence 
<220> FEATURE: 

<223> OTHER INFORMATION: Description of Artificial Sequence: 

p35lowXbaI-Stop primer 
<400> SEQUENCE: 7 

aatgctctag attatttaat tgtgtttaat attac 35 
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